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RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHNOLOGY 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 



form: 



Application Serial Number: O 

Source: OlPd . 

Date Processed by STIC: IJl/I7/2oOI 



RECEIVED 

FEB 0 6 2002 

TECH CENTER 160012900 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION f O THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENUN 2,1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTTN 3.0 e-mail help: patin3heIp@uspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3,1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE: SEE BELOW FOR ADDRESS: 
http://www>uspto>gov/web/o£fices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility^hdt=tfre disk/CD-Rom may have been affected by the treatment given to all maircoming via the Brentwood 
Mail Facility. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 

1. EFS-Bio (<http://www.uspto.gov/eb , EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
1911 South Clark Street, Crystal Mall One, Sequence Information, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, 201 1 South Clark Place, Customer Window, Box Sequence, Crystal Plaza Two, 
Lobby, Room 1B03, Arlington, Virginia 22202 

4. Federal Express Delivery, 201 1 South Clark Street, Crystal Plaza 2, Room 1B03-Mailroom, Box Sequence, 
Arlington, VA 22202 




Raw Sequence LUtlng Error Summary ^ 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: 




ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA* HEADERS, WHICH WERE INSERTED BY PTO SOF1 

The numbcrAext at the end of each line "wrapped** down to the next line. This may occur if your file 
was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping. " 

The rules require that a line not exceed 72 characters in length, this includes white spaces. 

. The numbering under each 5* amino acid is misaligned. Do not use lab codes between numbers; 
use apace characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission Is saved tn ASCII teit. 

' , f V 

Sequencers) contain n*s or Xaa's representing more than, one relieve. Per Sequence Rules, 

each n or Xaa can only represent a tingle residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>*<223> section that some may be missing. 

A "bug* in Patcntln version 2.0 has caused Aie <220>-<223> section to be missing from amino acid 

sequencers) . Normajly, Palcritjh would 1 automatically, generate this section from the 

previously coded nucleic acid sequenc&Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequences) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO whero -X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) . 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:"*esponse to Include the skipped sequences. 

8 Skipped Sequences^, Sequences) missing. If Intentional, please insert the following lines for each skipped sequence. 

' (NEW RULES) ; <210> sequence id number 
* <400> sequence id number 
000 

9 Use of n*s or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 

(NEW RULES) Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <2I3> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2 13> response is Unknown or 
is Artificial Sequence 

Sequences) 6/ missing the <220> "Feature" and associated numeric identifiers and responses. 
Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <2 23 > section. 
(See "Federal Register," 06/01/1998, Vol. 63 t No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

12 ^ Patcntln 2.0 Please do not use "Copy to Disk" function of Patcntln version 2.0. this causes a corrupted file, 

"bug" resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 

listing). Instead, please use "File Minagcr" or any other manual means to copy file to floppy disk. 

13 Misuse of^n \ n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/2 1/200 1 



1 Wrapped Nudeics 

Wrapped Aminos 

' 2 Invalid Line Length 

3 Misaligned Amino - 

Numbering 

4 Non-ASCII 

3 * ' Variable Length 



6 Patcntln 2.0 

"bug** 



7 Skipped Sequences 

(OLD RULES) 



10 Invalid <2I3> 

Response 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/844,861 



DATE: 12/20/2001 
TIME: 12:16:28 



Input Set : A:\Cura-281.app 

Output Set: N:\CRF3\12202001\I844861A.raw 



3 
4 
5 
6 
7 
8 
9 
10 
11 
12 
13 
14 



<110> APPLICANT: Padigaru, Mural idhara 
Mishra, Vishnu 
Spytek , Kimberly 
Burgess , Catherine 




Lepley, Denise 
Grosse, William 



Szekeres, Edward 



FEB 0 6 2002 



Alsobrook, John 
Gangolli, Esha 
Casman, Stacie 



Does Not Comply 
Corrected Diskette Needed 



TECH CENTER 160OI290O 



MacDougall, John 
Smithson , Glennda 



16 <120> TITLE OF INVENTION: Novel Proteins and Nucleic Acids Encoding Same 
18 <130> FILE REFERENCE: 15966-789 US 

20 <140> CURRENT APPLICATION NUMBER: 09/844 , 861A 

21 <141> CURRENT FILING DATE: 2001-04-27 

23 <150> PRIOR APPLICATION NUMBER: 60/199,947 

24 <151> PRIOR FILING DATE: 2000-04-27 

26 <150> PRIOR APPLICATION NUMBER: 60/199,960 

27 <151> PRIOR FILING DATE: 2000-04-27 

29 <150> PRIOR APPLICATION NUMBER: 60/225,226 

30 <151> PRIOR FILING DATE: 2000-08-14 

32 <150> PRIOR APPLICATION NUMBER: 60/256,399 

33 <151> PRIOR FILING DATE: 2000-12-18 

35 <150> PRIOR APPLICATION NUMBER: 60/256,524 

36 <151> PRIOR FILING DATE: 2000-12-18 

38 <150> PRIOR APPLICATION NUMBER: 60/258,159 

39 <151> PRIOR FILING DATE: 2000-12-22 

41 <150> PRIOR APPLICATION NUMBER: 60/258,511 

42 <151> PRIOR FILING DATE: 2000-12-28 

44 <150> PRIOR APPLICATION NUMBER: 60/258,828 

45 <151> PRIOR FILING DATE: 2000-12-28 

4 7 <150> PRIOR APPLICATION NUMBER: 60/2 59,6 59 
48 <151> PRIOR FILING DATE: 2001-01-04 

50 <150> PRIOR APPLICATION NUMBER: 60/275,604 

51 <151> PRIOR FILING DATE: 2001-03-13 
53 <160> NUMBER OF SEQ ID NOS : 113 

55 <170> SOFTWARE: Patentln Ver . 2.1 

57 <210> SEQ ID NO: 1 

58 <211> LENGTH: 1016 

59 <212> TYPE: DNA 

60 <213> ORGANISM: Homo sapiens 

62 <400> SEQUENCE: 1 

63 caatatgctt cataccaaca atacacagtt tcacccttcc accttcctcg tagtgggggt 60 

64 cccagggctg gaagatgtgc atgtatggat tggcttcccc ttctttgcgg tgtatctaac 120 

65 agcccttcta gggaacatca ttatcctgtt tgtgatacag actgaacaga gcctccacca 180 

66 acccatgttt tacttcctag ccatgttggc cggcactgat ctgggcttgt ctacagcaac 240 



file://C:\Crf3\OutholdvVsrI844861A.htm 



12/20/01 



RAW SEQUENCE LISTING DATE: 12/20/2001 

PATENT APPLICATION: US/09/844,861' i TIME: 12:16:28 



Input Set : A:\Cura-281.app 

Output Set: N:\CRF3\12202001\I844861A.raw 

67 catccccaag atgctgggaa ttttctggtt taatcttgga gagattgcat ttggtgcctg 300 

68 catcacacag atgtatacca ttcatatatg cactggcctg gagtctgtgg tactgacagt 360 

69 cacgggcata gatcgctata ttgccatctg caaccccctg agatatagca tgatccttac 420 

70 caacaaggta atagccattc tgggcatagt catcattgtc aggactttgg tatttgtgac 4 80 

71 tccattcaca tttctcaccc tgagattgcc tttctgtggt gtccggatta tccctcatac 540 

72 ctattgtgaa cacatgggct tggcaaagtt agcttgtgcc agtattaatg ttatatatgg 6 00 

73 attgattgcc ttctcagtgg gatacattga catttctgtg attggatttt cctatgtcca 660 

74 gatcctccga gctgtcttcc atctcccagc ctgggatgcc cggcttaagg cactcagcac 720 

75 atgtggctct cacgtctgtg ttatgttggc tttctacctg ccagccctct tttccttcat 780 

76 gacacaccgc tttggccaca acatccctca ttacatccac attcttctgg ccaatctgta 840 

77 tgtggttttt ccccctgctc ttaactctgt tatctatggg gtcaaaacaa aacagatacg 900 

78 agagcaggta cttaggatac tcaaccctaa aagcttttgg cattttgacc ccaagaggat 960 

79 cttccacaac aattcagttg acaaatgaga tcataacaaa ataaacactg gaaaca 1016 

82 <210> SEQ ID NO: 2 

83 <211> LENGTH: 327 

84 <212> TYPE: PRT 

85 <213> ORGANISM: Homo sapiens 

87 <400> SEQUENCE: 2 

88 Met Leu His Thr Asn Asn Thr Gin Phe His Pro Ser Thr Phe Leu Val 

89 1 5 10 15 

91 Val Gly Val Pro Gly Leu Glu Asp Val His Val Trp He Gly Phe Pro 

92 20 25 30 

94 Phe Phe Ala Val Tyr Leu Thr Ala Leu Leu Gly Asn He He He Leu 

95 35 40 45 

97 Phe Val He Gin Thr Glu Gin Ser Leu His Gin Pro Met Phe Tyr Phe 



98 




50 










55 










60 










100 


Leu 


Ala 


Met 


Leu 


Ala 


Gly 


Thr 


Asp 


Leu 


Gly 


Leu 


Ser 


Thr 


Ala 


Thr 


He 


101 


65 










70 










75 










80 


103 


Pro 


Lys 


Met 


Leu 


Gly 


He 


Phe 


Trp 


Phe 


Asn 


Leu 


Gly 


Glu 


He 


Ala 


Phe 


104 










85 










90 










95 




106 


Gly 


Ala 


Cys 


He 


Thr 


Gin 


Met 


Tyr 


Thr 


He 


His 


He 


Cys 


Thr 


Gly 


Leu 


107 








100 










105 










110 






109 


Glu 


Ser 


Val 


Val 


Leu 


Thr 


Val 


Thr 


Gly 


He 


Asp 


Arg 


Tyr 


He 


Ala 


He 


110 






115 










120 










125 








112 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ser 


Met 


He 


Leu 


Thr 


Asn 


Lys 


Val 


He 


Ala 


113 




130 










135 










140 










115 


He 


Leu 


Gly 


He 


Val 


He 


He 


Val 


Arg 


Thr 


Leu 


Val 


Phe 


Val 


Thr 


Pro 


116 


145 










150 










155 










160 


118 


Phe 


Thr 


Phe 


Leu 


Thr 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Val 


Arg 


He 


He 


119 










165 










170 










175 




121 


Pro 


His 


Thr 


Tyr 


Cys 


Glu 


His 


Met 


Gly 


Leu 


Ala 


Lys 


Leu 


Ala 


Cys 


Ala 


122 








180 










185 










190 






124 


Ser 


He 


Asn 


Val 


He 


Tyr 


Gly 


Leu 


He 


Ala 


Phe 


Ser 


Val 


Gly 


Tyr 


He 


125 






195 










200 










205 








127 


Asp 


He 


Ser 


Val 


He 


Gly 


Phe 


Ser 


Tyr 


Val 


Gin 


He 


Leu 


Arg 


Ala 


Val 


128 




210 










215 










220 










130 


Phe 


His 


Leu 


Pro 


Ala 


Trp 


Asp 


Ala 


Arg 


Leu 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


131 


225 










230 










235 










240 


133 


Gly 


Ser 


His 


Val 


Cys 


Val 


Met 


Leu 


Ala 


Phe 


Tyr 


Leu 


Pro 


Ala 


Leu 


Phe 
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Input Set : A:\Cura-281.app 

Output Set: N:\CRF3\12202001\I844861A.raw 



134 245 250 

136 Ser Phe Met Thr His Arg Phe Gly His Asn lie 

137 260 265 

139 lie Leu Leu Ala Asn Leu Tyr Val Val Phe Pro 

140 275 280 

142 Val lie Tyr Gly Val Lys Thr Lys Gin He Arg 

143 290 295 

14 5 He Leu Asn Pro Lys Ser Phe Trp His Phe Asp 
146 305 310 315 

148 His Asn Asn Ser Val Asp Lys 

149 325 

152 <210> SEQ ID NO: 3 

153 <211> LENGTH: 1121 

154 <212> TYPE: DNA 

155 <213> ORGANISM: Homo sapiens 

157 <4 00> SEQUENCE: 3 

158 cctctccctc tcctaggcag aaagcaatgg ctgctaaaga 

159 tgtcagccat catgtctggg gacaacagct ccagcctgac 

160 atggcgttcc tgggctggaa gccacacaca tctggatctc 

161 acatcattgc tgtcgtgggg aactgtgggc tcatctgcct 

162 tgcaccggcc catgtactac ttcctggccc tgctctcctt 

163 ccaccatggt acctaatatg ctgtgcatat tctggttcaa 

164 acgcctgcct ggcccagatg ttttttgtcc atatgctgac 
16 5 tcatgctcat ggccctggac cgctatgtgg ccatctgcta 

166 tccttaccaa ccctgtcatc gccaaggctg gtcttgccac 

167 tcatcatccc attcactctc ctcaccaagc gcctgcccta 

168 cccacaccta ctgtgaccat atgtctgtgg ccaaggtatc 

169 atgctattta tggtctgatg gttgctctcc tgattggtgt 

170 ctgtatctta cactatgatt ttgcaggctg ttatgagcct 

171 acaaagcctt cagcacctgc acatctcaca tgtgttccat 

172 cttttttcac ttttttcact catcgttttg taggacacaa 

173 tcatcgtggc caacctttat ctgctactgc ctcctaccat 

174 tcaagaccaa gcagattcag gaaggtgtaa ttaaattttt 

175 ttacctatga caaatgaaac atagaataga catattgttt 

176 gagacaaaat ttcataaaag atgtgaataa aatggtatta 

179 <210> SEQ ID NO: 4 

180 <211> LENGTH: 336 

181 <212> TYPE: PRT 

182 <213> ORGANISM: Homo sapiens 

184 <400> SEQUENCE: 4 

185 Met Ala Ala Lys Glu Tyr Lys Met Leu Ser Leu 

186 15 10 

188 Ser Gly Asp Asn Ser Ser Ser Leu Thr Pro Gly 

189 20 25 

191 Gly Val Pro Gly Leu Glu Ala Thr His He Trp 

192 35 40 

194 Cys Phe Met Tyr He He Ala Val Val Gly Asn 

195 50 55 

197 Leu He Ser His Glu Glu Ala Leu His Arg Pro 



255 

Pro His Tyr He His 
270 

Pro Ala Leu Asn Ser 
285 

Glu Gin Val Leu Arg 
300 

Pro Lys Arg He Phe 
320 



gtataaaatg 
cccaggattc 
cctgccattc 
catcagccat 
cactgatgtc 
cctcaaggag 
agggatggag 
ccccttacgc 
cttcttgagg 
ttgccggggg 
ctgtggcaat 
gtttgatatc 
gtcatcagca 
tgtgatcacc 
tatcccaaac 
gaacccaatt 
acttggagac 
caggtggtga 



ctctccctcc 
tttatcttga 
tgctttatgt 
gaggaggccc 
accttgtgca 
attgacttta 
tctggggtgc 
tatgccacca 
aatgtgatgc 
aacttcatcc 
ttcaaggtca 
tgctgtatct 
gatgctcgtc 
tatgttgctg 
cacatacaca 
gtttatggag 
aaggttagtt 
gaaaataatg 



Leu Ser Ala He Met 
15 

Phe Phe He Leu Asn 
30 

He Ser Leu Pro Phe 
45 

Cys Gly Leu He Cys 
60 

Met Tyr Tyr Phe Leu 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1121 
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PATENT APPLICATION: US/09/844 , 861 TIME: 12:16:28 
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198 


65 










70 










75 










80 


900 


Al a 
t\±. d 


Leu 


Leu 


Ser 


Phe 


Thr 


Asp 


Val 


Thr 


Leu 


Cys 


Thr 


Thr 


Met 


Val 


Pro 


201 










85 










90 










95 




90 ^ 

Z \J J 


A c n 
noil 


XT1C L. 


T.pii 

LlCU 


fvc 

jr o 


T1 P 

X X c 


IT lie 




Phe 


Asn 


Leu 


Lys 


Glu 


He 


Asp 


Phe 


Asn 


204 








100 










105 










110 






90fi 


ai s 

M.X Cl 




LlCU 


Al a 

r\X cl 




MPT 


rue 


IT i 1~ 


Val 

V CI X 


His 


Met 


Leu 


Thr 


Glv 


Met 


Glu 


907 






IIS 

X X «J 










120 










125 








90Q 

£i \J -7 


Oar 


OX jf 


Val 
v a x 


Leu 


Met 


Leu 


Met 


Ala 


Leu 


Asp 


A TCT 

rtx y 


Tvt 


Val 


Ala 


He 


Cys 


91 0 

£t X V 




130 










135 










140 










^ x ^ 


iyr 


irx w 


T.PI 1 

JUCU 


AX y 


'Pvr 


Ala 


Thr 


He 


Leu 


Thr 


Asn 


Pro 


Val 


He 


Ala 


Lys 


91 ^ 

^ X -J 


1 4 S 

X*r -~> 










150 










155 










160 


215 


Ala 


Glv 
oxy 


Leu 


Ala 


Thr 


Phe 


Leu 


Arcr 

zix y 


Asn 


Val 


Met 


Leu 


He 


He 


Pro 


Phe 


916 

Z» X vJ 










165 










170 










175 




91 fl 

£t X O 


TVi t 

X 11X 


Leu 


Leu 


Thr 


Lys 


ft.x y 


Leu 


Pro 


Tvt 
x^x 


Cys 


Atct 
mx y 


Glv 


Asn 


Phe 


He 


Pro 


919 








180 










185 










190 






221 


His 


Thr 


Tvt 
±y x 


Cys 


Asp 


His 


Met 


Ser 


Val 


Ala 


Lys 


Val 


Ser 


Cys 


Gly Asn 


222 






195 










200 










205 








224 


Phe 


Lys 


Val 


Asn 


Ala 


He 


Tvr 


Glv 


Leu 


Met 


Val 


Ala 


Leu 


Leu 


He 


Gly 


225 




210 










215 










220 










997 


Val 
v a x 


Phe 


Asp 


He 


Cys 


Cys 


He 


Ser 


Val 


Ser 


Tvt 
j. y x 


Thr 


Met 


He 


Leu 


Gin 


228 


225 










230 










235 










240 


o ** O 


a 1 a 
Rid 


vax 




Ser 


Leu 


Ser 


Cor 

OCX 


Al a 
Ala 


Asp 


Ala 


Arg 


nx o 


Lys 


Ala 


Phe 


Ser 


231 










245 










250 










255 




233 


Thr 


Cys 


Thr 


Ser 


His 


Met 


Cys 


Ser 


He 


Val 


He 


Thr 


Tyr 


Val 


Ala 


Ala 


234 








260 










265 










270 






236 


Phe 


Phe 


Thr 


Phe 


Phe 


Thr 


His 


Arg 


Phe 


Val 


Gly 


His 


Asn 


He 


Pro 


Asn 


237 






275 










280 










285 








239 


His 


He 


His 


He 


He 


Val 


Ala 


Asn 


Leu 


Tyr 


Leu 


Leu 


Leu 


Pro 


Pro 


Thr 


240 




290 










295 










300 










242 


Met 


Asn 


Pro 


He 


Val 


Tyr 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Glu 


Gly 


243 


305 










310 










315 










320 


245 


Val 


He 


Lys 


Phe 


Leu 


Leu 


Gly 


Asp 


Lys 


Val 


Ser 


Phe 


Thr 


Tyr 


Asp 


Lys 


246 










325 










330 










335 





252 <210> SEQ ID NO : 5 

253 <211> LENGTH: 1050 

254 <212> TYPE: DNA 

255 <213> ORGANISM: Homo sapiens 

257 <400> SEQUENCE: 5 

258 ttcctgctca cagaggcaat gctataactg ctatacaatg aacttccaac agtcattatg 60 

259 tcatttctaa atggcaccag cctaactcca gcttcattca tcctaaatgg catccctggt 120 

260 ttggaagatg tgcatttgtg gatctccttc ccactgtgta ccatgtacag cattgetatt 180 

261 acagggaact teggecttat gtacctcatc tactgtgatg aggecttaca cagacctatg 240 

262 tatgtcttcc ttgcccttct ttccttcaca gatgtgctca tgtgcaccag cacccttccc 300 

263 aacactctct tcatattgtg gtttaatctc aaggagattg attttaaagc ctgcctcgcc 360 

264 cagatgttct ttgtgcacac cttcacaggg atggagtctg gggtgctcat gctcatggcc 420 
26 5 ctggaccact gtgtggccat ctgcttccct ctgcgttatg ccaccatcct cactaattca 4 80 

266 gtcattgeta aagctgggtt cctcactttt cttaggggtg tgatgcttgt tatcccttcc 540 

267 actttcctca ccaagcgcct tccatactgc aagggcaacg tcatacccca cacctactgt 600 

268 gaccacatgt ctgtggccaa gatatcttgt ggtaatgtca gggttaacgc catctatggt 660 
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RAW SEQUENCE LISTING DATE: 12/20/2001 

PATENT APPLICATION: US/09/844 , 861 TIME: 12:16:28 

Input Set : A:\Cura-281.app 

Output Set: N:\CRF3\12202001\I844861A.raw 

269 ttgatagttg ccctgctgat tgggggcttt gatatcctgt gcattacaat ctcctacact 720 

270 atgattcttc aagcagttgt gagtctatca tcagcagatg ctcgacagaa ggccttcagc 780 

271 acctgcactg cccacttctg tgccatagtc ctcacctatg ttccagcctt ctttaccttc 840 

272 tttacacacc attttggggg acacaccatt cctctacaca tacatattat tatggctaat 900 

273 ctctacctac taatgcctcc cacaatgaac cctattgtgt atggggtgaa aaccaggcag 960 

274 gtacgagaaa gtgtcattag gttctttctt aagggaaagg acaattctca taacttttaa 1020 

275 agtcttctga gatgttagaa ttttcttagc 1050 

278 <210> SEQ ID NO : 6 

279 <211> LENGTH: 320 

280 <212> TYPE: PRT 

281 <213> ORGANISM: Homo sapiens 

283 <400> SEQUENCE: 6 

284 Met Ser Phe Leu Asn Gly Thr Ser Leu Thr Pro Ala Ser Phe lie Leu 

285 1 5 10 15 

287 Asn Gly lie Pro Gly Leu Glu Asp Val His Leu Trp lie Ser Phe Pro 

288 20 25 30 

290 Leu Cys Thr Met Tyr Ser lie Ala lie Thr Gly Asn Phe Gly Leu Met 

291 35 40 45 

293 Tyr Leu lie Tyr Cys Asp Glu Ala Leu His Arg Pro Met Tyr Val Phe 

294 50 55 60 

296 Leu Ala Leu Leu Ser Phe Thr Asp Val Leu Met Cys Thr Ser Thr Leu 

297 65 70 75 80 

299 Pro Asn Thr Leu Phe lie Leu Trp Phe Asn Leu Lys Glu lie Asp Phe 

300 85 90 95 

302 Lys Ala Cys Leu Ala Gin Met Phe Phe Val His Thr Phe Thr Gly Met 

303 100 105 110 

305 Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp His Cys Val Ala He 

306 115 120 125 

308 Cys Phe Pro Leu Arg Tyr Ala Thr He Leu Thr Asn Ser Val He Ala 

309 130 135 140 

311 Lys Ala Gly Phe Leu Thr Phe Leu Arg Gly Val Met Leu Val He Pro 

312 145 150 155 160 

314 Ser Thr Phe Leu Thr Lys Arg Leu Pro Tyr Cys Lys Gly Asn Val He 

315 165 170 175 

317 Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys He Ser Cys Gly 

318 180 185 190 

320 Asn Val Arg Val Asn Ala He Tyr Gly Leu He Val Ala Leu Leu He 

321 195 200 205 

323 Gly Gly Phe Asp He Leu Cys He Thr He Ser Tyr Thr Met He Leu 

324 210 215 220 

326 Gin Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 

327 225 230 235 240 

329 Ser Thr Cys Thr Ala His Phe Cys Ala He Val Leu Thr Tyr Val Pro 

330 245 250 255 

332 Ala Phe Phe Thr Phe Phe Thr His His Phe Gly Gly His Thr He Pro 

333 260 265 270 

335 Leu His He His He He Met Ala Asn Leu Tyr Leu Leu Met Pro Pro 

336 275 280 285 

338 Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Arg Gin Val Arg Glu 
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<210> 61 
<211> 26 
<212> DNA 



<213^^rtif icial Sequence 



<400> 61 

actgtgatga ggccttacac agacct 26 
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